***Background.*** Dengue virus (DENV) is the most important mosquito-transmitted virus worldwide. DENV is also increasing in transmission and range. This is evidenced in the United States by two outbreaks in South Florida. The question of whether these two Florida outbreaks were caused by the same DENV strain has implications for surveillance and control. If the two viruses are similar, then that would suggest that a single introduction had spread to multiple areas in Florida due to movement of people/mosquitoes within the state. If the two viruses are distinct, that would suggest a new introduction of DENV in Florida from outside the USA. Control and surveillance measures to address these two scenarios would differ in focusing on local vs international transport. In this study, we report clinical findings from an index case and phylogenetic analysis of the E gene region from the infecting DENV.

***Methods.*** A 56 year-old male gutter installer was evaluated August 2013 with generalized body aches and flulike symptoms. Two other employees were admitted with similar symptoms. He was seen in the Emergency room and discharged on oseltamivir. He was readmitted the following day with a temperature of 102 degrees F and a diffuse skin rash. His physical examination was remarkable for a faint macular papular rash. His WBC was 0.9 with Neutrophils 16%, Bands 32%, Lymphocytes 34%, Monocytes 10%. His platelets were 23K. His ALT was 552, AST 270, Total Bilirubin 0.6. Influenza antigen was negative. His cultures were negative for CMV, EBV, and HIV. DENV IgM was confirmed positive five days later after his symptoms improved but IgG was negative. His platelets normalized as well as his LFTs prior to discharge.

***Results.*** Sequencing results from virus amplified from this patient indicate that the 2013 Martin County DENV-1 strain is distinct from the 2009-2010 Key West DENV-1 and that it is most closely related to viruses from a recent expansion of South American DENV-1 strains into the Caribbean.

***Conclusion.*** The phylogenetic analysis of our index patient demonstrates a distinct virus from the 2009-2010 outbreak in Key West. This suggests a new introduction of DENV in Florida from outside the US and warrants immediate Control and Surveillance policy for the Florida - Caribbean port of entry.
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